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Sample data for a single cell demonstrating how kymograph data was generated. A four pixel wide region near the center of the cell was selected (red region), and the intensity was averaged over the width of the region, resulting in a 1D array of intensities for each time point. By showing all of the time point along the horizontal axis, dynamic changes in fluorescent intensity between the front and back of the cell can be quickly identified. The direction of migration can be inferred from the kymograph. In the example shown here, the direction of migration was reversed multiple times by switching the side of optical activation. The kymographs show the cell migrating towards the side with increased ITSN-mChSspB, with myosin accumulation at the opposite side. 
